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1_Enterococcaceae_D7
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9__Pseudofiavonifractor_D3

o__Faecalibacterium_D3

| want to align this taxa bar! o files_ 5%

1. This taxa bar was aligned by {_ Ruminococcacess_D3
“Day” factor.

2. After that | want to align this taxa
bar as LDA value ascend.

f_Rikenellaceae_D3
1_Oscillospiraceae_D3
9__Ruminococcus_D1
9_Butyricicoccus_D1
_Alloprevotella_D1
f_Ruminococcaceae_D1
f_Prevoteliaceae_D1

f_Butyricicoccaceae_D1

05 05
LDA Score (log 10)

-
— I
- ——
o
L

55 -45 -35 25 -15 15 25 35 45 55

B ey
N ro



